Patients who underwent metagenomic next-generation sequencing and conventional laboratory-based diagnostic testing. however, conventional testing for HSV1 was not routinely performed at our laboratory. In addition, for patient No. 5, who inhaled sewage, two separate cultures of BALF were positive for Proteus mirabilis infection. In consultation with the original database, we found that a small number of low-ranking Proteus sequences could be detected by mNGS; thus, no positive judgement was made from the BGI method.
CMV: human betaherpesvirus 5; HSV-1: human herpesvirus-1; PCP: Pneumocystis jirovecii pneumonia.
